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Lung colonization across lifespan -
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The cystic fibrosis airway microbiome: The

“omics” approach

Nyvad et al., 2013
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Prevalence of Respiratory Microorganisms by Age in 2013
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The cystic fibrosis airway microbiome: The

“omics” approach
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Colonization of human body

MICROBIOME
PROJECT

* 100 trillion bacterial cells
e 10 trillion human cells
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Oral Diseases

3.5 billion people ™
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The oral cavity is a unique ecosystem
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The oral bacterial microbiome of occlusal
surfaces in children and its association with
diet and caries
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= 723 species assigned in the biofilm from occlusal surfaces.

The bacterial microbiome and metabolome in
caries progression and arrest

Thamirys da Costa Rosa, Aline de Almeida Neves, M. Andrea Azcarate-Peril,
Eimaon Divaris, D Wu, Hunyong Cho, Kevin Moss, Bruce |, Paster, Tsute Chen,
Liana B. Freitas-Fernandes, Tatlana K. 5. Fidalgo, Ricardo Tadeu Lopes. Ana
Paula Valente, Roland R. Arnold & Apoena de Aguiar Ribeiro

Tk ko - X
= . o
3 = \\\ _——
P et e —




Little is known about oral microbiome, oral health

and lung disease severity in Cystic F|br05|s
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People with CF have better oral health than the
general population <age 10 but it gets weorse in.,_

adulthood
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Pulmonary function decreases with age-
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Pulmonary function is associated with sallvary

microbiome dysbiosis

Differential abundance of taxa by FEV1 in CFTR M. users
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Pulmonary function is associated with sallvary

microbiome diversity
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Dental caries increases abundance of

pathogenic bacterial species. [
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Summar

Outside the oral cavity: Linking the oral microbiome
to respiratory health outcomes in Cystic Fibrosis

v Cf respiratory microbiology has evolved as new technologies have been deveiopeoi, new
treatments have been introduced, and as peopie have lived ionger with this disease.

v People with CF have better oral health than the generai population < age 10 but it gets
worse in adulthood.

4 Puimonary ﬁAnction is associated with saiivary microbiome divers ity.

v Dental caries increases the abundance of pathogenic bacterial species in the oral cavity

and inﬂuences the saiivary microbiome divers ity in patients with cystic ﬁiorosis under

modulator ’chevapy.



Future

perspectives

Precision health

1. Predictive
2. Preventive
3. Personalized

"A comprehensive

understanding of the full

spectrum of factors underlying rﬁ? »

oral health and cystic fibrosis
disease at the individual level.
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